DNA heterogeneity in metastasizing squamous cell head and neck cancer.
This study was carried out to determine whether analysis of DNA content of tumour cells (expressed as DNA-index: DI) from patients with head and neck squamous cell cancer (HNSCC) and lung squamous cell cancer (LSCC) could be helpful in distinguishing HNSCC patients with LSCC as a second primary from those in which LSCC represents a distant metastasis. Based on the assumption that metastasizing tumours retain their original DNA content, the same DI at both locations would suggest LSCC to be a distant metastasis from HNSCC, whereas a difference in DI at both tumour locations makes LSCC to be a second primary more likely. The study comprised 21 cases with HNSCC as well as LSCC. However, the basic assumption that the identity of a tumour can be inferred from its DI proved to be false as 7 of the 21 cases were characterized by more than one DI signifying several tumour cell populations. This DNA heterogeneity was further substantiated by differences in DI between the primary tumour and cervical lymph node metastasis in a second series composed of 16 HNSCC patients. These data indicate that due to variation in DI within one and the same tumour, DNA-analysis does not offer reliable information when trying to differentiate between lung cancer as a second primary or a distant metastasis in HNSCC patients.